The title compound, C 11 H 11 N 3 O 3 , crystallizes with two independent molecules of similar geometry in the asymmetric unit. The molecular conformations are stabilized by intramolecular C-HÁ Á ÁO hydrogen bonds. The crystal packing consists of wave-like layers parallel to the bc plane formed by intermolecular C-HÁ Á ÁO hydrogen-bonding interactions involving only one independent molecule.
Related literature
For related structures, see: Barlos et al. (1985) ; Singh et al. (1988) . For details of the biological activity of benzentriazolcontaining compounds, see : Zhang et al. (2002) . For comparative bond lengths, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). and describe its structure here.
The asymmetric unit of the title compound ( Fig. 1) contains two independent molecules of similar geometry. The molecules are almost planar, the maximum deviation being 0.110 (2) Å for atom O2 in one molecule and 0.093 (3) Å for atom C22 in the other molecule. All bond lengths in the molecules are normal (Allen et al., 1987) and in a good agreement with those reported previously for related compound (Barlos et al., 1985; Singh et al., 1988) . The molecular conformations are stabilized by intramolecular C-H···O hydrogen bonds (Table 1 ). In the crystal packing, molecules containing the N4-N6 nitrogen atoms are linked by intermolecular C-H···O hydrogen bonds to form wavy layers parallel to the bc plane intersecting each other.
Experimental 3-Methoxycrotonic acid (20 mmol) was dissolved in dichloromethane and cooled to 273 K, then 1-hydroxybenzotriazole (30 mmol) was added in one portion. After 10 h stirring at room temperature, the solution was washed successively with 1 N HCl and saturated NaCl, and the organic layer was separated, dried with Na 2 SO 4 and evaporated to obtain the primary product. The pure compound was isolated by column chromatography (3.4 g, yield 73%). Single crystals suitable for X-ray measurements were obtained by slow evaporation of an ethyl acetate solution at room temperature. 
Refinement
H atoms were positioned geometrically and refined using a riding model, with C-H = 0.93-0.96 Å and with U iso (H) = 1.2 U eq (C) or 1.5 U eq (C) for methyl H atoms.
Figures Fig. 1 . The molecular structure of the title compound, with atom-labelling scheme and 40% probability displacement ellipsoids. Symmetry codes: (i) x, −y−1/2, z+1/2; (ii) −x+1, −y−1, −z.
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